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Her main research topics are: 
-Retrovirus infection in small ruminants: 
Viral strains isolation and viral/genetic characterization. Viral gene expression in 
prokaryotic and eukaryotic system. Study of Jaagsiekte Sheep Retrovirus (JSRV) 
transmission mechanisms and PI-3K/Akt pathway involved in cell transformation, to 
understand the carcinogenesis process typical of ovine pulmonary adenocarcinoma 
(OPA). Important because the OPA, for the striking similarities to some forms of 
human lung, is the unique animal model to study lung carcinogenesis. In-vivo study 
of JSRV colostrums and milk transmission in lambs 
-Pestivirus (bovine viral diarrhea virus), Herpesvirus (bovine herpesvirus 1): viral 
genes expression in prokaryotic and eukaryotic system, development of serological 
test and molecular biology techniques  (PCR, multiplex PCR) 
-Spirochetes (Borrelia burgdorferi s.l.): molecular characterization and phylogenetic 
analysis by Bayesian phylogenetic inference via Markov chain Monte Carlo methods 
and by the molecular evolution model estimate
-Prion disease: study of PrP gene in cetacean species with particularly attention to the 
well-known PrP domain and phylogenetic analysis 
-Orbivirus (Bluetongue virus): Development of Real Time RT-PCR assay based on 
Taq Man probe and syber-green for the Piedmont region surveillance in wild and 
domestic animal.


